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Crenothrix polyspora metagenome
A2_Nitrospira_metagenome

Ca Nitrospira nitrosa amoA1
Ca Nitrospira nitrosa amoA2

Ca Nitrospira inopinata

Nitrosospira briensis

Nitrosospira sp NpAV

Nitrosomonas sp IS79A3

Nitrosomonas sp AL212

Nitrosomonas cryotolerans ATCC 49181

Nitrosomonas europaea ATCC 19718
Nitrosomonas eutropha C91

Nitrosomonas communis Nm2

Methylocystis parvus OBBP
Methylosinus sp LW3

Methylocapsa acidiphila B2
Methylocapsa aurea KYG T

Methylocystis sp Rockwell
Methylosinus trichosporium OB3b

Nitrosococcus halophilus Nc4
Nitrosococcus watsoni C 113

Nitrosococcus oceani C 107

Methylocaldum szegediense 0 12
Methylococcus capsulatus Bath
Methylomicrobium alcaliphilum 20Z

Methylomicrobium agile ATCC 35068
Methylosoma difficile

Ca Methylomirabilis oxyfera
Ca Methylomirabilis oxyfera sp Australia

Methylacidiphilum infernorum V4
Methylacidiphilum furmariolicum SolV

Methylacidiphilum kamchatkense Kam1

Methylacidimicrobium cyclopophantes
Methylacidimicrobium fagopyrum

Ca Nitrospira nitrificans

Master assembly scaffold 574 (gene 2)

Master assembly scaffold 59415 (gene 2)

Master assembly scaffold 31055 (gene 5)

Master assembly scaffold 78304 (gene 2)

Nitrosospira multiformis
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Betaproteobacteria amoA 
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Biosamples 

Scaffold 574 
Scaffold 59415 

Scaffold 78304 
Scaffold 31055 


